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FANOVA models, with correlated error term, in the statistic al analysis of
fMRI data. J. Alvarez Liébana, M. D. Ruiz Medina
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The statistical analysis of functional magnetic resonamagroimaging (fMRI) da-

ta has led to a substantial improvement in the field of neggoldhe investigation

of the temporal evolution of the neuronal response to a $tismusually requires the
analysis of fMRI data correlated in space and time. Funefidmalysis of Variance

(FANOVA) is then considered here, from a correlated segeeftunctional data with

rectangular support (i.e., from a temporal correlated samfpfunctional MRI data).

Specifically, a multivariate Hilbert-valued fixed effect ded, with correlated functio-
nal error term, is fitted, considering the RKHS quadratis flesiction. The optimality

of the projection methodology adopted is analyzed, regartiiie dimension reduction
problem. The results obtained are compared with those cgr@ésed by applying the

FMRISTAT software, available at http://www.math.mcgid/keith/fmristat/.
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nsROC: an alisis no-standard de curvas ROC . S. Pérez Fernandez, N. Co-
rral Blanco, P. Martinez-Camblor

PonenteSonia Ferez Fernandeper ezsoni a@ini ovi . es

La curva ROC es un método frecuentemente utilizado parstedli® y comparacion

de la capacidad diagnéstica de un marcador. Por supuasteayoria de paquetes
estadisticos comerciales incluyen procedimientos pareafculo. También existen

varios paquetes de R que implementan gran parte de losiareégtandar relativos a
la curva ROC: estimaciones paramétricas y no paramétiiimeluyendo la estimacion

suavizada, la comparacion de la capacidad diagnostitergle estimacion de curvas
ROC tiempo-dependientes o el calculo de puntos de cortalgamos ejemplos. En

este trabajo se presenta un paquete de R que implementasig@odos no usua-
les: la comparacion general de curvas ROC procedentes dstras dependientes e
independientes, el calculo de bandas de confianza, eghimao paramétrica de la
curva ROC generalizada son algunos de los métodos nueeosegmplementan en

esta funcion.
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Evaluation of microarray normalization strategies to dete ct cyclic circa-
dian genes . Y. Larriba Gonzalez, C. Rueda Sabater, M. A. Fernandez Tem-
prano
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Microarrays are a widely used research tool in gene exmnessialysis. A large va-
riety of preprocessing methods for raw intensity measwsesvailable to establish
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gene expression values. Normalization is the key stageeiprpcessing methods, sin-
ce it removes systematic variations in microarray datanTtie subsequent analyses
may be highly dependent on normalization strategy emplo@ed research focuses
on detecting rhythmic signals in measured circadian gepeessions. We have ob-
served that rhythmicity detection depends not only uponrliyghmicity detection
algorithm but also upon the normalization strategy empdoye analyze the effects
of well-known normalization strategies in literature wiitithree different rhythmicity
detection algorithms; JTK, RAIN and our recently propos&ICa novel statistical
methodology based on Order Restricted Inference. Thetsaslotained are compared
using artificial microarray data and publicly availableceidian data bases.
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A novel approach to project dynamic life tables . A. Benchimol, I. Albarran,
J. M. Marin, P. Alonso-Gonzalez
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Some groups of countries are connected not only economiball also socially and
even demographically. This last fact can be exploited whgnd to forecast the death
rates of their populations. In this paper we propose a lgaieal specification of
the Lee-Carter model and we assume that there is a comman fatatality factor
for all of them. We introduce an estimation procedure fos thind of structures by
means of a data cloning methodology. To our knowledge, thihe first time that
this methodology is used in the actuarial field. It allows @pgmating the maximum
likelihood estimates, which are not affected by the pristributions assumed for the
calculus. Finally, we apply the methodology to Francey]tBbrtugal and Spain data.
The forecasts obtained using this methodology can be cersidis very satisfactory.
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